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FIG. 8A 

POR52 :AF12?92n 



ACCESSION 
KEYWORDS 
SOURCE 

ORGANISM 



XXXXX 553 bp mRNA 

Drosophila rr.eianogaster pucaciv< 
partial cas . 
AF127921 



NV C2-FE3-1599 
receptor DOR62 mRNA. 



REFERENCE 
AUTHORS 



JOURNAL 
REFERENCE 
AUTHORS 



FEATURES 

Comment 



Anarey 



fruit fly. 

Drosophila meianogaster 

Eukaryoca; Metazoa; Arthropoda .- Tracheata; Hexapoda; I.-.secta; 
Pterygota; Dipcera; Brachycera; Muscomorpha : Ephydroidea; 
Drosophilidae; Drosophila. 

1 (bases 1 to 553) 

Leslie B. Vosshall , Hubert Amrein. Pavel S. Morozov, 
Rzhetsky, and Richard Axel . 

A Spatial Map of Olfactory Receptor Expression in the Drosochila 
Antenna 

Cell (1999) l.i press 

2 (bases 1 to 553) 

Vosshall.L.3. , Amrein, H . , Morozov, P . S . , Rzhecsky, A. and 
Axe 1 , Richard . 
Direcc Submission 

Submitted (02-FEB-1999 ) Department of Biochemistry and Molecular 
Biophysics, HHMI -Columbia University, 701 West 168ch Street New 
York, NY 10032, USA 

Location/ Qualifiers 
/product= ' odorant receptor DOR62 ' 
/tissue_cype=' adult ancenna ' 

/note=' putative seven cransmembrane G protein coupled 
receptor; genomic DNA sequenced by the European Drosophila 
Genome Project and given accession number 62D9.q' 
source 1. .553 

/ organi sm= " Drosophi la melanogas t er " 

/strain=" Oregon R" 

/db_xre£= u taxon: 7227" 

/chromosome= "X" 

/map="2F" 
gene <1..553 

/note="Drosophila melanogaster odorant receptor DOR62" 

/gene="DOR62" 
CDS <1..459 

/gene="DOR62" 

/noce="odoranc receptor" 

/codon_scarc=l 

/product= "DOR62 " 

/ trans iacion= - QELIECIRDLARVHRLREIIQRVLSVPCMAQFVCSAAVQCTVAM ' 

hflyvaddhdhtamiisivffsavtlevfvicyfgdrmrtqsealcdafydcnwieql 
pkfkrellftlartqrpsliyagnyialsletfeqvmrftysvftlllrak- 

BASE COUNT 141 a 145 c 132 g 135 c 

ORIGIN 

1 caggaactca tcgagtgcat ccgcgatctg gcgcgggccc atcggctgag 

61 cagcgggccc ccccagcgcc ctgcatggcc cagttcgtcc gctccgccgc 

121 accgccgcca tgcacttcct gcacgcagcg gacgaccacg accacaccgc 

131 tcgaccgtat ttttctcggc cgccaccctg gaggcgtttg taatctgcta 

241 aggatgcgga cacagagcga ggcgctgtgc gacgccttct acgattgcaa 

3 01 cagccgccca agttcaagcg cgaaccgctc cccaccctgg ccaggacgca 

3 61 ctcacccacg caggcaacca catcgcactc tcgctggaga ccctcgagca 

421 ttcacatacc ctgctcccac acccccgccg agggccaagc aagaactcta 

481 ttggggagaa aaattttaaa gcacaacagc agaaaaacac accagataac 
541 aaaaaaaaaa aaa 



ggagaccatt 
cgtccagtgt 
cacgaccacc 
tcttggggac 
ccggatagaa 
gcggccctct 
ggtcatgagg 
caaccccccc 
ataacaaaaa 
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FIG. 8B-1 

DOR104IAF127922] 



LOCUS 

DEFINITION 
cds . 

ACCESSION 
KEYWORDS 
SOURCE 

ORGANISM 



XXXXX 1493 bp mRNA INV 02-FSB-1999 

Drosophila melar.ogaster odoranc receptor DOR104 mRNA, catnplece 



REFERENCE 
AUTHORS 



JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

Comment 



fruit fly. 

Drosophila melanogaster 

Eukaryota; Metazoa; Arthropoda ; Tracheata; Hexapoda; 
Pterygota; Diptera; Srachycera; Muscomorpha; Ephydroidea; 
Drosophilidae; Drosophila. 

1 (bases 1 to 1493) 

Leslie B. Vosshall, Hubert Amrein, Pavel S. Morozov, Andrey 
Rzhetsky and Richard Axel . 

A Spatial Map of Olfactory Receptor Expression in the Drosophila 
Antenna 

Cell (1999) In press 

2 (bases 1 to 1493) 

Vosshall, L.B. , Amrein, H., Morozov, P . S . , Rzhetsky, A. and Axel.R. 
Direct Submission 

Submitted (02-FEB-1999) Department of Biochemistry and Molecular 
Biophysics, HHMI- Columbia University, 701 W. 168th Street. New 
York, NY 10025, USA 

Location/Qualifiers 
/ tissue_ type= ' adult maxillary palp' 

/note=' putative seven transmembrane G protein coupled 
receptor' 
source 1..1493 

/ organism= "Drosophila melanogaster " 
/strain= "Oregon R" 
/ db_xr e f = ° taxon : 7 2 2 7 " 
/ chromosome= » m " 
/map="85B" 
gene 1..14 93 

/note=" odoranc receptor" 
/gene="DOR104" 
- CDS 21. .1421 

/gene="DOR104" 
/note="odorant receptor" 
/codon_start=l 
/product= "DOR104 " 

/ translation "MASLQFHGNVDADIRYDISLDPARESNLFRLLMGLQLANGTKPS 
? RL ?KWW P KRLEMIGKVLPKAYCSMVI FTSLHLGVLFTKTTLDVL PTGELQAITDALT 
MTIIYFFTGYGTIYWCLRSRRLLAYMEHMNREYRHHSLAGVTFVSSHAAFRMSRNFTV 
WIMSCLLGVISWGVSPLl^GIRMLPLQCWYPFDALGPGTYTAVYATQLFGQIMVGMT 
FGFGGSLFVTLSLLLLGQFDVLYCSLKNLDAHTKLLGGESVNGLSSLQEELLLGDSKR 
ELNQYVLLQEHPTDLLRLSAGRKCPDQGNAFHNALVECIRLHRFILHCSQELENLFSP 
YCLVKSLQITFQLCLLVFVGVSGTREVLRIVNQLQYLGLTIFELLMFTYCGELLSRHS 
IRSGDAFWRGAWVWHAHFIRQDILIFLVNSRRAVHVTAGKFYVMDVNRLRSVITQAFS 
FLTLLQKLAAKKTESEL " 

3ASE COUNT 332 a 373 c 407 g 381 t 
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FIG. 8B-2 

ORIGIN 

1 ggcacgagca gccgacggcc agcccccagc rccacggcaa cgtcgacgcg gacaccaggc 

61 acgacaccag cctggacccg gctagggaat cgaacccccc ccgcccgcta acgggacccc 

121 agttggcgaa tggcacgaag ccaccgccgc ggctacccaa atggcggcca aagcggcccg 

131 aaatgaccgg caaagcgccg cccaaagcct accgttccac ggtgacttcc acccccccgc 

241 atttgggcgt cctgttcacg aaaaccacac tggatgcccc gccgacgggg gagctgcagg 

3 01 ccataacgga cgccctcacc acgaccataa tacacccecc cacgggctac ggcaccaccc 

361 accggcgcct gcgctcccgg cgcctcttgg cccacatgga .gcacacgaac cgggagcacc 

421 gccaccaccc gccggccggg gtgacctctg cgagtagcca cgcggccttc aggacgccca 

481 gaaacttcac ggtggtgcgg acaacgcccc gcccgccggg cgcgacct.cc cggggcgccc 

541 cgccaccgac gccgggcacc cggacgccgc cgccccaacg ctggtacccc cccgacgccc 

601 cgggccccgg cacatacacg gcggtctacg ccacacaacc ccccggccag accacggcgg 

661 gcacgacctc cggactcggg ggaccaccgt ccgccaccct gagcctgcta ctccrgggac 

721 aacccgacgt gccccaccgc agcccgaaga acccggatgc ccataccaag ccgccgggcg 

781 gggagcccgc aaacggcccg agcccgccgc aagaggagcc gccgctgggg gacccgaaga 

841 gggaatcaaa tcagcacgcc ttgctccagg agcacccgac ggatctgccg agaccgccgg 

901 caggacgaaa acgccccgac caaggaaacg cgcctcacaa cgccttggcg gaacgcaccc 

961 gcctgcaccg cctcaccccg cactgctcac aggagccgga gaacccaccc agcccacacc 

1021 gcccggccaa gccaccgcag accacccccc agccccgccc gccggtcccc gcgggcgccc 

1081 cgggtactcg agaggtcctg cggattgtca accagctaca gtacttggga ccgaccaccc 

1141 ccgagccccc aatgcccacc caccgcggcg aaccccccag ccggcacagc acccgacccg 

1201 gcgacgcccc ccggaggggc gcgcggcgga agcacgccca ccccacccgc caggacaccc 

1261 tcatccctct ggtcaacagc agacgcgcag cccacgtgac Cgccggcaag cctcacgcga 

1321 tggacgcgaa tcgtccaaga ccggtcacaa cgcaggcgct cagccccctg accccgccgc 

1381 aaaagttggc tgccaagaag acggaaccgg agccctaaac Cggcaccacg caccgacacc 

1441 cacccagcgc accaaaaaaa agccgagcaa aagcaaaaaa aaaaaaaaaa aaa 
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FIG. 8C-1 

DOR87 FAF127926! 



LOCUS 

DEFINITION 
cds. 

ACCESSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

Comment 



XXXXX 1556 bp mRNA INV 02-FEB-1999 

Drosophila meianogaster odorant receptor DOR87 mRNA. complete 

AF127926 

fruit fly. 

Drosophila tnelanogaster 

Eukaryoca; Metazoa; Arthropoda; Tracheaca; Hexapoda; Zr.secta; 
Pterygota; Diptera; Brachycera; Muscomorpha ; Ephycrcidea; 
Drosophilidae; Drosophila. 

1 (bases 1 to 1556) 

Leslie B. Vosshall, Hubert Amrein, Pavel S. Morozov, Andrey 
Rzhetsky and Richard Axel. 

A Spatial Map of Olfactory Receptor Expression ir. the Drosophi 
Antenna 

Cell (1999) In press 

2 (bases 1 to 1556) 
Vosshall , L.B . , Amrein, H 
Direct Submission 
Submitted { 02-FEB-1999 ) 
Biophysics, HHMI -Columbia University, 
York, NY 10032, USA 

Location/Qualifiers 
/tissue= ' adult antenna' 

/ no te= "putative seven transmembrane G protein coupled 
receptor ' 
1. .1556 

/ organi sm= " Drosophi la melanogas ter " 



Morozov, P.S . , Rzhetsky, A. 



Department of Biochemistry and Molecuia 
701 West 168th Street, N 



/strain= "Oregon R" 

/ db_xr e f = " taxon : 7 2 2 7 " 

/chromosome=" II" 

/map="43Bl-2" 
gene 1 . .1556 

/note=" odorant receptor" 

/gene="DOR87" 
CDS 30.. 1157 

/gene="DOR87* 

/note= "odorant receptor" 

/codon_start=l 

/product= "DOR8 7" 

/translation="MTIEDIGLVGINVTlMWRHLAVLYPTPGSSWRKFAFVLPVTAMNL 
MQFVYLLRMWGDLPAFILNMFFFSAIFNALMRTWLVIIKRRQFEEFLGQLATLFHSIL 
DSTDEWGRGILRRAEREARNLAILNLSASFLDIVGALVSPLFREERAHPFGVALPGVS 
MTSS PVYEVI YLAQL PT PLLLSMMYMP FVS LFAGLAIFGKAMLQ ILVHRLGQ IGGEEQ 
S EEERFQRLASC I AYHTQVMRYVWQLNKL VANI VAVEAI I FG S 1 1 CSLLFCLNI I TS P 
TQVISIVOTILTMLWLFTYYNRANEICLENNRVAEAVYNVPWYEAGTRFRKTLLIFL 
MQTQHPMEIRVGNVYPMTI-AMFQSLLNASYSYFTMLRGVTGK" 
3ASE COUNT 329 a 413 c 408 g 406 t 
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FIG. 8C-2 

ORIGIN 

1 ggcacgaggc ttatagaaag tgccgagcaa cgacaaccga ggataccggc ccggcgggca 

61 ccaacgcgcg gacgcggcga cactcggccg cgccgcaccc caccccgggc tccagcrggc 

121 gcaagctcgc cctcgtgctg ccggcgaccg cgacgaacct gacgcagccc gcctacctgc 

181 cgcggacgcg gggcgacccg cccgcctcca ccccgaacat gcccttctcc tcggccactc 

241 tcaacgcccc gacgcgcacg tggctggtca taatcaagcg gcgccagccc gaggagcccc 

3 01 tcggccaact ggccactctg tcccattcga ccctcgaccc caccgacgag tgggggcgtg 

361 gcaccccgcg gagggcggaa cgggaggccc ggaacccggc cacccccaat ccgagcgccc 

421 cccccccgga caccgccggt gccctggcat cgccgccctc cagggaggag agagcccatc 

481 ccctcggcgc agccccacca ggagcgagca cgaccagccc acccgcccac gaggccaccc 

541 acttggccca accgcccacg cccccgccgc cgtccatgat gcacacgccc cccgccagcc 

601 cccccgccgg cccggccacc cttgggaagg ccacgccgca gaccctggca cacaggccgg 

661 gccagattgg cggagaagag cagtcggagg aggagcgccc ccaaaggccg gcctcccgca 

721 ccgcgcacca cacgcaggcg acgcgccacg tgtggcagcc caacaaaccg gcggccaaca 

731 ttgtggcggt ggaagcaatt atctctggcc cgacaatccg cccaccgccc tcctgcccga 

841 acattataac cccacccacc caggcgacct cgatagcgat gtacactccg accatgctgt 

901 acgtcctctt cacctaccac aatcgggcca acgaaacacg ccccgagaac aaccgggcgg 

961 cggaggctgt ttacaatgtg ccctggcacg aggcaggaac Ccggecccgc aaaacccccc 

1021 tgaccctcct gacgcaaaca caacacccga tggagacaag agtcggcaac gtccacccca 

1081 tgacaccggc catgttccag agecegccga atgcgtccta ctcccacctt accacgccgc 

1141 gcggcgccac cggcaaacga gctgaaagac cgaaaaaacc ggagcatccc cccccatatE 

1201 ccccctgccc cttcatcccc cccccccccc ccccccccgt cttcccaccc gcccccccag 

1261 caatccgggc aacgcaaaaa gengttgccg gctgtggtcc tggccgctcg cttggcatct 

1321 gcacacgccc gccgcccgaa aggacccaac cggaccgccg gcacggagcc ggcaccccgg 

1381 cccccggacc ccggcacgca aacagccggc tccccagacc gccacacaaa acagaccgca 

1441 gaccgcagcc gaatgccgtg cccggaacaa agtcaaaagg acgcggagcc ggcccaaggc 

1501 cccgcccacc ccgctcgccc gggacgcccg aaagcacgaa aaaaaaaaaa aaaaaa 
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FIG. 8D-1 

DOR53 [AF1279231 

LOCUS XXXXX 1305 bp mRNA INV 06-FE3-1999 

DEFINITION Drosophila melanogaster putative odorant receptor DOR53 mRNA, 

complece cas . 
ACCESSION AF127923 
KEYWORDS 

SOURCE fruit fly. 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



Tracheata; Hexapoda; Insecta; 
Muscomorpha ; Ephydroidea ; 



Morozov, Andrey 



Drosophila melanogaster 
Eukaryota; Metazoa; Arthropoda; 
Pcerygoca; Diptera; Brachycera; 
Drosophilidae; Drosophila. 

1 (bases 1 to 1305) 

Leslie B. Vosshall, Hubert Amrein, Pavel 
Rzhecsky and Richard Axel . 

A Spatial Map of Olfactory Receptor Expression in the Drosophila 
Antenna 

Cell (1999) In press 

2 (bases L to 13 05) 

Vosshall , L . B . , Amrein, H . , Morozov, P . S . , Rzhetsky,A. andAxel,.R. 
Direct Submission 

Submitted (06-FEB-1999 ) Department of Biochemistry and Molecular 
Biophysics, HHMI -Columbia University, 701 West 168th Street, "New 
York, NY 10032, USA 

Location/Qualifiers 
1. .1305 

/organism=" Drosophila melanogaster* 
/strains "Oregon R" 
/db_xref = " taxon : 7227 " 
/note="_tissue_type= ' adult antenna' _note= ' putative seven 
transmembrane G protein coupled receptor';" 
/ chromosome= » n - 
/map="22A2-3 " 
gene 1..1305 

/note="odorant receptor" 
/genes "DORS 3 " 
CDS 79.. 1179 

/gene="DOR53" 

/ notes "odorant receptor" 

/codon_start=l 

/product= "DORS 3 " * 

/ translations " MWSFGWTEPENKRWILPYKLWLAFVNIVMLILLPISISIEYLHR 

FKTFSAGEFLSSLEIGVNMYGSSFKCAFTLIGFKKRQEAKVLLDQLDKRCLSDKERST 

VHRYVAMGNFFD ILYHIFYSTFWMNFPYFLLERRHAWRMYF PYIDSDEQFYISS IAE 

CFLMTEAIYMDLCTDVCPLISMLMARCHISLLKQRLRNLRSKPGRTEDEYLEELTECI 

RDHRLLLDYVDALRPVFSGTIFVQFLLIGTVLGLSMINLMFFSTFWTGVATCLFMFDV 

SMETFPFCYLCNMIIDDCQEMSNCLFQSDWTSADRRYKSTLVYFLHNLQQPITLTAGG 

VF P I SMQTNLAMVKLAFS WTVIKQ FNLAERFQ " 

BASE COUNT 331 a 286 c 279 g 409 t 



WO 00/50566 



PCT/US00/04995 



17/37 



FIG. 80-2 



1 tctccccccc acataaaaga aaagccattg agcgagcggg ttaagtcccg agacgccctc 
61 atttacccgg accgggngac gcggcccrcc ggccggacag agcccgaaaa caaaaggcgg 
121 acccccccct acaaaccgcg gctagcgccc gtgaacacag caacgcccac cccrccgccg 
181 acctcgacaa gcaccgagta cctccaccga cttaaaacct ccccggcggg ggagcccc-t 
241 agccccctcg agaccggagt caacacgtac ggaagcccct ctaagtgcgc ccccaccctg 
3 01 accggaccca agaaaagaca ggaagccaag gctctactgg atcagctgga caagagacgc 
3 61 cctagcgaca aggagaggcc cactgctcat cgccacgtcg ccatgggaaa crrcrtcgat 
421 accccgcacc acaccrttca ctccaccctc gcggtaatga acttcccgta tzznczgczz 
481 gagagacgcc acgcctggcg cacgtacccc ccacacaccg atcccgacga acagctrtac 
541 acccccagca ccgccgagtg ctccctgatg acggaggcca cccacatgga cc:ctgcacg 
601 gacgcgcgcc ccrcgacctc cacgctcacg gctcgacgcc acaccagcct cctgaaacag 
661 cgaccgagaa acctccgatc gaagccagga aggaccgaag atgagcactt ggaggagccc 
721 accgagcgca tccgggacca ccgaccgcta tnggactatg ttgacgcatt gcgacccgcc 
781 ccctcgggaa ccatccctgt gcagtncccc ccgatcggca ctgtactggg tcccccaacg 
841 acaaacccaa cgttcccccc gacattttgg actggtgtcg ccacccgccr tcccatgtcc 
901 gacgegtcca tggagacgtt ccccttttgc tattcgtgca acatgactat cgacgactgc 
961 caggaaacgt ccaactgcct cuttcaatcg gactggacct ctgccgaccg ccgctacaaa 
1021 tccactttgg tataccttcc ccacaacctt cagcaaccca ccactctcac ggctggcgga 
1081 gcgtccccta tctccacgca aacaaatttg gctatggtga agccggcacc ccccgcggcc 
1141 acggtaacta agcaatctaa cccggccgaa aggcttcaat aagtcgagag ggacgagccc 
1201 cgctaccatc atattatata ctacactata ttatatatac actattttac actatacact 
1261 gccgcacccc aacaaatatc tagtaataaa aaaaaaaaaa aaaaa 
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FIG. 8E-1 

DOR67 [AF1279241 



LOCUS 

DEFINITION 

ACCESSION 
KEYWORDS 
SOURCE 

ORGANISM 



XXXXX 1321 bp mRNA inv 06-FE3-1999 

Drosophila melanogaster putative odorant receptor DOR67 mRNA, 
complete cds . 
AF127924 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

Comment 



Tracheata; Hexapoda; Insecta; 
Muscomorpha; Ephydroidea ; 



Pavel S. Morozov, Audrey 

the Drosophila 



fruit fly. 

Drosophila melanogaster 
Eukaryota; Metazoa,- Arthropoda; 
Pterygota; Diptera; Brachycera ; 
Drosophilidae ; Drosophila. 

1 (bases 1 to 1321} 
Leslie B. Vosshall, Hubert Amrein, 
Rzhecsky and Richard Axel. 

A Spatial Map of Olfactory Receptor Express! 
Antenna 

Cell (1999) In press 

2 (bases 1 to 1321) 

Vosshall , L .B . , Amrein, H., Morozov. P . S . , Rzhecsky, A. and Axel, R. 
Direct Submission 

Submitted (06-FEB-1999) Department of Biochemistry and Molecular 
Biophysics, HHMT-Columbia University. 701 West 158th Street, New 
York, NY 10032, USA 

Location/Qualifiers 
/ tissue. type= ' adult antenna' 
/note= ' putative seven transmembrane G protein coupled 
receptor ' 
source 1 . .1321 

/organism= "Drosophila melanogaster" 
/strain= "Oregon R" 
/db_xref =" taxon : 7227 " 
/ chromosomes" II" 
/map="22A3" 
gene 1..13 21 

/note=" odorant receptor" 
/gene="DOR67" 
CDS 102.. 1202 

/gene="DOR67" 

/note=" odorant receptor" 

/codon_start=l 

/product =" DOR67 " 

/ translations "MWSFGWTVPENKRWDLHYKLWSTFVTLVIFILLPISVSVEYIQR 

FKTFSAGEFLSSIQIGVNMYGSSFKSYLTMMGYKKRQEAKMSLDELDKRCVCDEERTI 

VHRHV ALGNFC YI F YKI AYTS FL I SNFLS F IMKRIHAWRMYFP YVD P EKQFYI S S IAE 

VILRGWAVFMDLCTDVCPLISMVIARCHITLLKQRLRNLRSEPGRTEDEYLKEliADCV 

RDHRLILDYVDALRSVFSGTIFVQFLLIGIVLGLSMINIMFFSTLSTGVAWLFMSCV 

SMQTFPFC YLCNMIMDDCQEMADSLFQSDWTS ADRRYKSTLVYFLHNLQQ P I ILTAGG 

VFP ISMQTNLNMVKLAFTVVTIVKQFNLAEKFQ " 

3ASE COUNT 348 a 281 c 294 g 398 t 
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FIG. 8E-2 

ORIGIN 

1 ggcacgagga aacgttaagc cagctctttc cccacaccaa agaaaagcca ttgagcgagc 

61 gggctaagcc ccgagacgcc ctcg-ttacc cagaccgggc gacgcggccc crrggccgga 

121 cagtgcctga aaacaaaagg tgggacctac atcacaaacr gcggtcaact ttcgcgacac 

181 tggtgatatt tatccttccg ccgataccgg caagcgttga gtatattcag cggcccaaga 

241 ccctcccggc gggtgagcct cctagcccaa tccagaccgg cgctaacacg cacggaagca 

301 gccctaaaag ctatctgacc aegatgggat ataagaagag acaggaggcc aagacgccac 

3 61 tggatgagct. ggacaagaga tgcgtttgtg acgaggagag gaccactgta catcgacacg 

421 ccgccctggg aaacctctgc catactetct accacattgc gcacaccagc ttsttgaccr 

481 caaacctttt gtcaetcaca acgaagagaa cccacgcctg gcgcacgrac cccccctacg 

541 tcgaccccga aaagcaactc cacatctcta gcatcgccga agtcatcctt agggggcggg 

601 ccgtctccat ggacctccgc acggacgtgc gtcctccgat ccccatggca acagcacgat 

661 gccacaccac ccttccgaaa cagcgcccgc gaaatctacg accggaacca ggaaggacgg 

721 aagacgagna cttgaaggag cccgccgact gcgctcgaga ccaccgcccg atattggact 

781 acgccgacgc accgcgaccc gccctttcgg ggacaatett tgcgcagctc cccttgatcg 

841 gtactgtact gggtctgcca aegataaata taatgtcttt cccaacactt ccgaccggcg 

901 tcgccgtcgt cctttttatg tcctgcgtac ctatgcagac gttccccttc tgccatctgt 

961 gtaacaegat cacggatgac tgccaagaga tggccgaccc cccttttcaa tcggaccgga 

1021 catctgccga ccgtcgccac aaatccactc cggtacacct ccctcacaac ccrcagcagc 

1081 ccattattct tacggceggt ggagtctccc ccatccccac gcaaacaaat ccaaatacgg 

1141 cgaagctggc ctttactgtg gttacaatag tgaaacaatt caactcggca gaaaagcctc 

1201 aacaagttaa gacacgcaag ctctgctatt acaaacctac actcgagaaa acatctcccc 

1261 acaccaataa acctccagca cccactgctc gcggcgcccc cggaaaaaaa aaaaaaaaaa 

1321 a 
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FIG. 8F-1 

DOR64 [AF127925] 



LOCUS 

DEFINITION 

ACCESSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

Comment 



Pavel S. Morozov, Andrey 
Expression in the Drosophi- 



Rzhetsky.A. and Axei, 



XXXXX 1308 bp mRNA INV 06-FE3-1999 

Drosophila melanogaster putative odorant receptor DOR64 mRNA, 
complete cds . 
AF127925 

fruit fly. 

Drosophila melanogaster 

Eukaryota; Metazoa; Arthropoda; Tracheata; Hexapoda; Ir.secta; 
Pterygota; Diptera; 3rachycera; Muscomorpha; Ephydroidea; 
Orosophilidae ; Drosophila. 

1 (bases 1 to 1308) 

Leslie B. Vosshall, Hubert Anurem 
Rzhetsky and Richard Axel . 
A Spatial Map of Olfactory Recepti 
Antenna 

Cell (1999) In press 

2 (bases 1 to 1308) 

Vosshall , L . B . , Amrein.H., Morozov, P. S 
Direct Submission 
Submitted ( 06-FEB-1999 } Department of Biochemistry and Moiecul 
Biophysics, HHMI -Columbia University, 701 West 16Sth Street, :: 
York, NY 10032, USA 

Location/Qualifiers 
/ tissue_type= ' adul t antenna ' 

/notes ■ putative seven transmembrane G protein coupled 
receptor ' 
1. .1308 

/ organisms " Drosophila melanogas ter " 
/strains "Oregon R" 
/ db_xr e f = " taxon : 7 2 2 7 " 
/chromosome= " II " 
/map="23Al-2" 
1. .1308 

/note="odorant receptor" 
/gene="DOR64 " 
22. .1158 
/gene="DOR64 " 
/note=" odorant receptor" 
/codon_start=l 
/ produces "DOR64" 



/ translations "MKLSETLKIDYFRVQLNAWRICGALDLSEGRYWSWSMLLCILVY 
LPTPMLLRGVYSFEDPVENNFSLSLTVTSLSNLMKFCMYVAQLTKMVEVQSLIGQLDA 
RVSGESQSERHRNMTEHLLRMSKLFQ ITYAWFI IAAVPFVFETELSLPMPMWFPFDW 
KNSMVAYIGALVFQEIGYVFQ IMQCFAADSFPPLVLYLISEQCQLLILRISEIGYGYK 
TLEENEQDLVNCIRDQNALYRLLDVTKSLVSYPMMVQFMVIGINIAITLFVLIFYVET 
LYDRIYYLCFLLGITVQTYPLCYYGTMVQESFAELHYAVFCSNWVDQSASYRGHMLIL 
AERTKRMQLLLAGNLVP IHLSTYVACWXGAYS FFTLMADRDGLGS " 
3ASE COUNT 331 a 314 c 305 g 358 t 
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FIG. 8F-2 

ORIGIN 

1 ggcacgagcc aagaactcaa aatgaaaccc agcgaaaccc raaaaaccga ccaccitcga 

61 gcccagctga acgcctggcg aacttgcggt gccccggatc ccagcgaggg caggcaccgg 

121 agccggccga cgccattgtg catcttggtg tacctgccga cacccacgct accgagagga 

181 gcacacagtc ccgaggaccc ggtggaaaat aatttcagct cgagcctgac ggccacaccg 

241 ccgtccaatc tcacgaagtc ctgcacgtac gtggcccaac caacaaagat ggccgaggtc 

301 cagagtccca tcggtcagct ggatgcccgg gtctccggcg agagccagcc cgagcgccac 

361 agaaacatga ccgagcaccc gctaaggacg cccaagctgc cccagaccac ccacgccgta 

421 gccttcatca ttgccgcagt cccccccgcc cccgaaactg agctaagctt acccacgccc 

481 acgcggcccc cctccgactg gaagaacccg atggtggccn acaccggagc cccggcrctc 

541 caggagancg gctacgcctc ccaaattacg caacgctccg cagctgaccc gccccccccg 

601 cccgtaccgt acccgacccc cgagcaacgt caatcgcnga tcctgagaat crcegaaatc 

661 ggacatggtt acaagaccct ggaggagaac gaacaggacc tggccaactg caccagggac 

721 caaaacgcgc egtacagacc actcgacgtg accaagagcc tcgtttcgta ccccacgacg 

781 gcgcagccta cggccactgg catcaacatc gccaecaccc cattegtcct gacacctcac 

841 gcggagacct tgracgaccg catctactac ctctgctctc ccttgggcat caccgcgcag 

901 acatatccat tgtgccacta cggaaccacg gtgcaggaga gtcttgccga gccccactac 

961 gcggcacccc gcagcaaccg ggtggatcaa agtgccagcc atcgtgggca catgcccacc 

1021 ccggcggagc gcaccaagcg gatgcagctt ctcctcgccg gcaacctggt gcccatccac 

1081 ccgagcaccc acgtggcccg tcggaaggga gcctacccct tcctcaccct gatggccgat 

1141 cgagatggcc tgggccccta gcagcccagt cattccactc acattctaca ccaagcagca 

1201 ctaccactga acacgaacac gaacattcca aaagcaaaca cacaatattc acaacagcgt 

12 61 accacctcaa taaaattccc ggtcaccatg aaaaaaaaaa aaaaaaaa 
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FIG. 8G-1 



DOR71g 

LOCUS XXXXX 1252 bp DNA INV 07-FE3-1939 

DEFINITION Drosophila melanogaster odorant recepcor DOR71g, GENS CAN 

predicted complete cds . 

ACCESSION 

KEYWORDS 

SOURCE fruit: fly. 

ORGANISM Drosophila melanogaster 

Eukaryota; Mecazoa; Arthropoda ; Tracheata,- Hexapoda; Ir.secta; 
Pterygoca; Diptera; Brachycera; Muscomorpha ; Ephydroidea; 
Drosophilidae; Drosophila. 



REFERENCE 
AUTHORS 



JOURNAL 
REFERENCE 
AUTHORS 



TITLE 
JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

Comment 



Pavel S. Morozov, Audrey 



1 (bases 1 to 1252) 
Leslie B. Vosshall. Hubert Amrein. 
Rzhetsky and Richard Axel . 

A Spatial Map of Olfactory Receptor Expression in the Drosophila 
Antenna 

Cell (1999) In press 

2 (bases 1 to 1252) 

Celniker.S.E. , Agbayani.A., Arcaina . T.T . , Baxter. E. . Blaze.j ,R.G. . 
Butenhof f ,C. , Champe,M.. Chavez. C, Chew.M.. Ciesiolka.L. , 
Doyle. CM., Farfan.D.E., Galle.R.. George, R. A., Harris. N.L.. 
Hoskins.R.A. , Houston, K. A. , Hummasci , S . R . , Karra.K., Kearney, L., 
Kim,E., Lee.B., Lewis. S., Li, P., Lomotan, M. A. , Mazda. P., 
Moshrefi.A.R. , Moshrefi,M.. Nixon, K. , Pacleb, J.M-. . Park.S., 
Pfeiffer.B., Poon.L., Punch, E., Sequeira.A. , Sethi, H. , Snir.E., 
Svirskas,R.R. , Twomey.B., Wan.K.H., Weinburg,T.. Zhang, R. , 
Zieran.L.L. and Rubin, G.M. 
Sequencing of Drosophila melanogaster 
Unpublished 

3 (bases 1 to 1252) 

Vosshall. L.B. . Amrein, H. , Morozov, P . S . , Rzhetsky,A. and Axel, R. 
Direct Submission 

Submitted (07-FEB-1999) Department of Biochemistry and Molecular 
Biophysics, HHMI-Columbia University. 701 West 168th Street, New 
York, NY 10032, USA 

Location/ Qualifiers 
/ 1 is sue_type= ' adult maxillary palp" 

/note='pucacive seven transmembrane G protein coupled 
receptor ' 

/note= 'sequence annotation for BDGP PI clone DS07071; 
predicted using GENSCAN; join (26150-24899) ' 
1. .1252 

/organism=" Drosophila melanogaster" 
/db_xref="taxon:7227" 
/ chromosomes " n - 
/map="33Bl-2" 
1. .731 

/gene="DOR71g" 
/note=" exon" 
joind- .731,811. .1234) 
/gene="DOR71g" 
joind. .731,811. .1234) 
/gene="DOR71g" 
/note=" odorant recepcor" 
/ codon_s tart = 1 
/ produc t = n DOR7 1 g " 
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FIG. 8G-2 

/ translations "M7IIDSLSFYRPFWICMRLLVPTFFKDSSRPVQLYWLLHILVT 
LWFPLHLLLHLLLLPSTAEFFKNLTMSLTCVACSLKHVAHLYHLPQIVEIESLIEQLD 
TFIASEQ. EHRYYRDHVHCHARRFTRCLYI S FGMI YALFL FGVFVQVT SGMWELLY PAY 
FPFDLESNRFLC3AVALGYQVFSMLVEGFQGLGNDTYTPLTLCLLAGHVKLWSIRMGQL 
GYFDDETVVNKQRLLDYIEQHKLLVRFKNLVSRTISEVQLVQLGGCGATLCIIVSYML 
Fr/GDTISLVYYLVFFGWCVQLF?SCYFASEVAEELERLPYAIFSSRWYDQSRDKRF 
DLLIFTQLTLGNRGWIIKAGGLIELNLNAFFATLKMAYSLFAVWRAKGI" 
gene 1 . .1234 

/note="odorant receptor" 

/gene="DOR71g" 
intron 732 . . 810 

/gene=" DOR71g" 

/note=" intron" 
exon 811.. 1231 

/gene="DOR71g" 
/note="exon" 
polyA_signal 1246.. 1252 

/note="polyA_signal" 
BASE COUNT 269 a 299 c 305 g 379 t 

ORIGIN 

1 atggtcatta tcgacagtct tagtttttat cgtccattct ggatctgcat gcgattgctg 
61 gtaccgactc cctccaagga tccctuacgt cctgcccagc tgtacgcggt gctgctgcac 
121 atcctggtca ccttgtggtt tccactgcat ccgctgctgc atcttctgct acttccatct 
181 accgctgagt tccttaagaa cctgaccatg tctctgactt gtgtggcctg cagtctgaag 
241 catgtggccc acttgtatca cttgccgcag attgtggaaa tcgaatcact gatcgagcaa 
301 ttagacacat ttattgccag cgaacaggag catcgttact atcgggatca cgtacattgc 
3 61 catgctaggc gctttacaag acgtctctat attagctttg gcatgatcta tgcgcttttc 
421 ctgttcggcg tcctcgttca ggctattagc ggaaattggg aacttcccta cccagcccac 
481 ttcccattcg acttggagag caatcgcttt ctcggcgcag tagccttggg ctatcaggta 
541 ttcagcatgt tagttgaagg ctcccagggg ccgggcaacg acacctacac cccactgacc 
601 ctatgccttc tggccggaca tgtccatttg tggtccatac gaatgggtca actgggatac 
6 61 ctcgatgacg agacggtggt gaatcatcag cgtttgctgg attacattga gcagcataaa 
721 ctcttggtgc ggtaagcttt gattaactaa cttttgacaa gaagtttatt cactttaact 
781 ggttccaaaa acgatgcact caatgcgcag atcccacaac ctggtgagcc ggaccaccag 
841 cgaagtgcaa ctggtgcagc tgggcggatg tggagccact ctgtgcatca ttgtctccta 
901 catgctcttc tttgtgggcg acacaatctc gctggtctac tac'ttggtgt tctttggagt 
961 ggtctgcgtg cagctctttc ccagctgcta ttttgccagc gaagtagccg aggagttgga 
1021 acggctgcca tatgcgatct tctccagcag atggtacgat caatcgcggg atcaccgact 
1081 cgatttgctc atctttacac aattaacact gggaaaccgg gggtggatca tcaaggcagg 
1141 aggtcctatc gagctgaatt tgaatgcctt tttcgccacc ctgaagacgg cctatcccct 
12 01 ccccgcagct gtggtgcggg caaagggcac atagagagtc cgtttaatta aa 
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INV 

recepcor DOR72g, 



08-FE3-1999 
GENS CAN 



FIG. 8H-1 

DOR72g 

LOCUS XXXXX 1321 bp DNA 

DEFINITION Drosophila melanogaster odorant 
predicted complete cds . 
ACCESSION 

keywords 

SOURCE fruit fly. 

ORGANISM Drosophila melanogascer 

Eukaryoca; Metazoa; Arthropoda; Tracheata; Hexapoda; Ir.secta; 

Pterygoca; Diptera; Brachycera; Muscomorpha; Ephydroidea; 

Drosophilidae; Drosophila. 
REFERENCE 1 (bases 1 to 1321) 

AUTHORS Leslie B. Vosshall, Hubert Amrein, Pavel S. Morozov, An drey 

Rzhetsky and Richard Axel . 
TITLE A Spatial Map of Olfactory Recepcor Expression in the Drosoph.il 

Antenna 

Cell (1999) In press 

2 (bases 1 to 1321) 

Celniker , S . E. , Agbayani.A.. Arcaina.T.T. , Baxter, E.. 31azej,R.C 
3utenhof f , C. , Champe.M., Chavez, C Chew.M., Ciesiolka . L . , 
Doyle, CM., Farfan,D.E., Galle.R., George, R. A., Harris. N. L. , 
Hoskins, R. A. , Houston, K.A. , Huitanasti , S.R. , Karra.K., Kearney, L 
Kim,E., Lee,B., Lewis, S., Li, P., Lomotan, M. A. , Mazda,?., 
Moshrefi, A.R. , Moshrefi.M., Nixon, K. , Pacleb,J.M., Park.S., 
Pfeiffer.B., Poon.L., Punch, E. , Sequeira.A., Sethi, H., Snir,E. 
Svirskas , R.R. , Twomey.3., Wan.K.H., Weinburg,T., Zhang, R. , 
Zieran.L.L. and Rubin, G.M. 
Sequencing of Drosophila melanogascer 
Unpublished 

3 (bases 1 to 1321) 

Vosshall, L.B. , Amrein, H., Morozov, p . S . , Rzhetsky, A. and Axel,?. 
Direct Submission 

Submitted (08-FEB-1999) Department of Biochemistry and MolecuL 
Biophysics, HHMI -Columbia University, 701 West 168th Street, N 
York, NY 1003 2, USA 

Location/ Qualifiers 
/tissue_type= ' adult antenna' 

/note= ' putative seven transmembrane G protein coupled 
receptor ' 

/notes 1 sequence annotation for BDGP PI clone DS07071; 
predicted using GENS CAN; join (27938-26618) • 
1. .1321 

/ organism= •• Drosophila melanogaster " 
/ db_xr e f = " t axon : 7 2 2 7 * 
/chromosome=" II" 
/map="3 3Bl-2" 
joind. .728, 910. .1321) 
/gene="DOR72g" 



JOURNAL 
REFERENCE 
AUTHORS 



TITLE 
JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

Comment 



.1321 

/note=" odorant receptor" 
/ genes "DOR72g" 
1. .728 

/genes "DOR72g" 

/note="exon" 

joind. .72 8,910. .1321) 

/genes "DOR72g" 

/noce=" odoranc recepcor" 

/codon_startsi 

/ produc c=" DOR7 2 g " 
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FIG. 8H-2 

/ cranslauion= " MDLKPRVIRSEDIYRTYWLYWKLLGLESNFFLNRLLDLVITIF'/ 
TIWYPIHLILGLFMERSLGDVCKGLPITAACFFASFKFICFRFKLSEIKEIEILFKEL 
DQRALSREECEFFNQNTRREANFIWKSFr</AYGLSNISAIASVLFGGGHKLLY?AWFP 
YDVQATELIFWLSVTYQIAGVSLAILQNLANDSYPPMTFCWAGHVRLLAMRLSRIGQ 
GPEETIYLTGKQLIESIEDKRKLiMKIVELLRSTMNISQLGQFISSGVNISITLVNILF 
FADNNFAITYYGVYFLSMVLELFPCCYYGTLISVEMNQLTYAIYSSNWMSMNRSYSRI 
LL I FMQL T L AEVQ I KAGGMI G IGMNAr F ATVRLA Y S FFTL AMSLR " 
incron 7 2 9.. 30 9 

/gene=" DOR72g" 

/noce=" mcron" 
exon 910 . . 1321 

1 gene = " DOR7 2 g " 

/note="exon" 

3ASE COUNT 361 a 255 c 283 g 422 t 

ORIGIN 

1 acggacctaa aaccgcgagt cacccgaagt gaagacatcc acagaaccca tcggctatac 
61 tggcaccttt cgggcctgga aagcaattec cctctgaatc gctcgtcgga ttcggtgacc 
121 acaactttcg caaccattcg gtatccaatt cacctgattc tgggactgtc tacggaaaga 
181 cctctggggg atgcctgcaa gggeccacca attacggcag catgctxctt cgccagct" 
241 aaatctactt gctcccgcct caagctatct gaaaecaaag aaaccgaaac actacccaaa 
301 gagccggatc agcgagcccc aagtcgagag gaacgcgagt tcttcaacca aaacacgaga 
3 61 cgtgaggcga atttcattcg gaaaagtctc attgcggccc acggaccgcc gaatacctcg 
421 gctactgcac cagccctctt cggcggtgga cataagccac catatcccgc ctggtctcca. 
481 tacgatgtgc aggccacgga actaatatct tggctaagcg taacatacca aattgccgga 
541 gtaagtttgg ccatacttca gaacctggcc aatgattcct atccaccgat gacactttgc 
601 gtggttgccg gtcatgcaag actcctggcg atgcgcttga gtagaactgg ccaaggccca 
661 gaggaaacaa catacccaac cggaaagcaa ccaatcgaaa gcatcgagga tcaccgaaaa 
721 ctaatgaagt aacgtacata tatagaatgg tttctagtta tcaccattaa atgaacgcgc 
781 egtaggaaaa ccattccgtt cgtcgggcgt cacggaaacc gaectncctt aacctacana 
841 tgatattaaa tacttccttg caaacaacca tcacattagc aatttagaat ctttattatc 
901 cacctccaga acagtggaac cactgcgcag caccacgaat acctcgcagc tcggccagtt 
961 tacttcaagt ggtgttaaca ttcccataac actagccaac attctcctcc ccgcggataa 
1021 caatttcgct acaacccacc acggagtgca cttcccaccg acggtgttgg aattaetccc 
1081 gcgccgccac tacggcaccc cgacacccgc ggagatgaac cagctgacct atgcgattta 
1141 cccaagtaac cggatgagta tgaatcggag ccacagccgc atcccactga tctrcatgca 
1201 actcaccctg gcggaagtgc agaccaaggc cggtgggatg aetggcaccg gaacgaacgc 
1261 cctcctcgcc accgcgcgac cggcctactc cttcttcact tcggccacgt cgcegcgcca 
1321 a 
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FIG. 81-1 

DOR7 3g 



LOCUS XXXXX 1212 bp DNA INV 08-FE3-1999 

DEFINITION Drosophiia melanogaster odorant receptor DOR73g, GENSCAN 

predicted complete cds . 

ACCESSION 

KEYWORDS 

SOURCE fruit fly. 

ORGANISM Drosophiia melanogaster 

Eukaryota; Metazoa; Arthropoda; Tracheaca; Hexapoda; Insecta; 
Pterygota; Dipcera; Brachycera; Muscomorpha ; Ephydroidea; 
Drosophilidae ; Drosophiia . 

1 (bases 1 to 1212) 

Leslie B. Vosshall, Hubert Amrein, Pavel S. Morozov, Audrey 
Rzhetsky and Richard Axel. 

A Spatial Map of Olfactory Receptor Expression in the Drosophiia 
Antenna 

Cell (1999) In press 

2 (bases 1 to 1212) 

Celniker, S.E. , Agbayani.A., Arcaina , T . T . , Baxter, E. , 31azej,R.G., 
3utenhof f , C . , Champe.M., Chavez, C, Chew.M., Ciesioika. L . , 
Doyle, CM.. Farfan.D.E.. Galle.R., George, R. A., Harris. N.L. , 
Hoskins,R.A. , Houston, K . A. , Hummasti , S .R. , Karra.K., Kearr.ey.L., 
Kim.E., Lee,B., Lewis, S., Li, P., Lomocan,M. A. , Mazda, P., 
Moshrefi, A.R. , Moshrefi.M., Nixon, K. , Pacleb.J.M., Park.S., 
Pfeiffer.3., Poon.L., Punch, E., Sequeira, A. , Sethi, H., Snir.S., 
Svirskas,R.R. , Twomey.B., Wan.K.H., Weinburg,T., Zhang, R., 
Zieran,L.L. and Rubin, G.M. 
Sequencing of Drosophiia melanogaster 
Unpublished 

3 (bases 1 to 1212) 

Vosshall, L. B. , Amrem, H., Morozov, P.S . , Rzhetsky, A. and Axel, R. 
Direct Submission 

Submitted ( 08-FEB-1999 ) Department of Biochemistry and Molecular 
Biophysics. HHMI -Columbia University, 701 West 168th Street, New 
York, NY 10032, USA 

Location/Qualifiers 
/tissue_type= ' adult antenna' 

/note= ' putative seven transmembrane G protein coupled 
receptor ' 

/note= 1 sequence annotation for BDGP PI clone DS07071; 
predicted using GENSCAN; join (29614-28403) ' 
1. .1212 

/organism="Drosophila melanogaster" 
/db_xref = " taxon ; 7227 " 
/ chr omo s ome = " I I " 
/map="33Bl-2" 
joind. .722,798.-1212) 
/gene="DOR73g" 
1. .1212 

/noce="odorant recepcor" 
/gene= M DOR73g" 
1. .722 

/gene="DOR73g" 
/note="exon" 
joind. .722,798 . . 1212) 
/gene= "DOR73g " 
/noce=" odorant receptor" 
/codon_start=l 
/products "DOR73g" 



REFERENCE 
AUTHORS 



JOURNAL 
REFERENCE 
AUTHORS 



TITLE 
JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

Comment 



mRNA 
gene 
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FIG. 81-2 



' translations "^SRRKVRSENLYKTYWLYWRLLGVEGDYPFRRLVDFTITSF IT 
:LF?VHLILGMYKK?QIQVFRSLHFTSECL?CSYXFrC?RWKLKEIKTI£GLLQDLDS 
RVESEEEROTFNQH?SRVARMLSKSYLV?AISAIXTATVAGLFSTGKNLMYLG T vVr PYD 
-QATAAIYWISFSYQAIGSSLLILEJILANDSYPPITFCWSGHVRLLIMRLSRIGKDV 
KLSSSENTRKLIEGIQDHRKLMKIIRLLRSTLHLSQLGQFLSSGINISITLINILFFA 
ENNF AML YY AVF F AAML I EL F P S C Y YG I LMTME FDKL P Y AI F S SNWL KMDKRYNRS L I 
I LMQLTL VPWI KAGG IVGIDMSAF F ATVRMAY S FYTLALSFRV " 
intron 723.. 797 

/gene="DOR73g" 

/note=" intron" 
exon 798.. 12X2 

/gene="DOR73g" 

/note= "exon" 

3ASE COUNT 352 a 231 c 242 g 387 t 

ORIGIN 

1 atggattcaa gaaggaaagt ccgaagtgaa aatctttaca aaacccaccg gctrcac-gg 
61 cgacttctgg gagtcgaggg cgattatcct tttcgacggc tagtggattt cacaatcacg 
121 tctttcatta cgattttatt tcccgtgcat cttatactgg gaatgtataa aaagccccag 
181 acccaagtct tcaggagtct gcatttcaca tcggaatgcc ttttctgcag ccataagttt 
241 ttctgttttc gttggaaact taaagaaata aagaccatcg aaggattgct ccaggacc^c 
301 gatagtcgag ttgaaagtga agaagaacgc aactacttta atcaaaaccc aagtcgcgrg 
361 gctcgaatgc tttcgaaaag ttacttggta gctgctatat cggccataat cactgcaacc 
421 gtagctggtt tatttagtac tggtcgaaat ttaatgtatc tgggttggtt tccctacgat 
481 tttcaagcaa ccgccgcaat ctattggacr agtccttcct atcaggcgac sggcccragc 
541 ctgttgattc tggaaaatct ggccaacgat tcatatccgc cgattacatt trgtgtggtc 
601 tctggacatg tgagactatt gataatgcgt ttaagtcgaa ttggtcacga tgtaaaacta 
661 ccaagtccgg aaaataccag aaaactcatc gaaggcatcc aggatcacag gaaactaacg 
721 aagtaagaat aaagatttaa gaaccgcatg tttgatagct cagagaactg acaattaatc 
781 aaatgtaact tttccaggat aatacgccta cttcgcagca ctttacatct ragccaacrg 
841 ggccagttcc tttctagtgg aatcaacatt tccataacac tcaccaacat cctgttcttt 
- 901 gcggaaaaca accttgcaat gccccatta: gcggtgttct ccgccgcaac gctaacagaa 
961 ctatttccaa gttgctacta cggaattctg atgacaatgg agtttgacaa gcraccaca: 
1021 gccatcttct ccagcaactg gcttaaaatg gataaaagat acaatcgatc cttgacaact 
1081 ctgatgcaac taacactggt tccagtgaat ataaaagcag gtggtactgt tggcatcgac 
1141 atgagcgcac ctcccgccac agttcggatg gcatactcct cttacacctt agccttgtca 
1201 tttcgagtat ag 
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FIG. 8J-1 



DOR46 

LOCUS XXXXX 1198 bp DNA INV 

DEFINITION Drosophila melanogaster odorant receptor DOR46g, 
predicced complete cds . • 
ACCESSION 
KEYWORDS 
SOURCE 

ORGANISM 



08-FEB-1999 
GENSCAN 



REFERENCE 
AUTHORS 



JOURNAL 
REFERENCE 
AUTHORS 



TITLE 
JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

Comment 



eaca; Hexapoda; Insect 
Muscomorpha ; Ephydro idea ; 



Pavel S. Morozov, Andrey 



fruit fly. 

Drosophila melanogaster 
Eukarycra; Metazoa; Arthropoda; 
Pterygcia; Diptera; Brachycera; 
Drosophilidae; Drosophila. 

1 (bases 1 to 1198) 
Leslie 3 . Vosshall, Hubert Amrein, 
Rzhetsky and Richard Axel . 
A Spatial Map of Olfactory Receptor Expression in the Drosophila 
Antenna 

Cell (1999) In press 

2 (bases 1 to 1198) 

Celniker , S . E. , Agbayani.A., Arcaina,T .T. , Baxter, E. , Biazej,R.G., 
Butenhof f , C . , Champe.M.. Chavez, C, Chew.M., Ciesiolka, L. , 
Doyle, CM., Farfan.D.E., Galle,R., George, R. A. , Harris, N.L., 
Hoskins , R. A. , Houston, K. A. , Huiranasti, S . R . , Karra.K. , Kearney, L. , 
Kim,E., Lee,B., Lewis, S., Li, P., Lomotan. M. A. , Mazda, P., 
Moshref i, A.R. , Moshrefi,M., Nixon, K., Pacleb.J.M., Park.S., 
Pfeiffer,B., Poon,L., Punch, E. , Sequeira.A., Sethi, H., Snir.E., 
Svirskas,R.R. , Twomey.B., Wan.K.H., Weinburg,T., Zhang, R. , 
Zieran.L.L. and Rubin, G.M. 
Sequencing of Drosophila melanogaster 
Unpublished 

3 (bases 1 to 1198) 

Vosshall, L.B. , Amrein, H., Morozov, P.S . , Rzhetsky, A. and Axel, R. 
Direct Submission 

Submitted (08-FEB-1999) Department of Biochemistry and Molecular 
Biophysics, HHMI -Columbia University, 701 West 168th Street, Mew 
York, NY 10032, USA 

Location/Qualifiers 
/note= 'putative seven transmembrane G protein coupied 
receptor ' 

/noce= ■ sequence annotation for 3DGP PI cione DS07462; 
predicted using GENSCAN ' 

1. .1198 

/ organism= " Drosophila melanogaster" 
/db_xref =" taxon: 7227 n 
/chromosome=" II" 
/map="59D5-7" 
joind. .725,734. .1198) 
/gene="DOR46g" 
1. .1198 

/note="odorant receptor" 
/gene="DOR4 6g" 
1. .725 

/gene="DOR46g" 
joind. .725,734. .1198) 
/ gene = " DOR4 6 g " 
/note= "odorant receptor" 
/codon_start=l 
/ pr oduc t = " DOR4 6g * 
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FIG. 8J-2 

/CransLacion= n MAEVRVDSLEFFKSHWTAWRYLGVAHFRVENWKNLYVFYSIVSN 
LLVTLCYPVHLGISLFRNRTITEDILNLTTFATCTACSVKCLLYAYNIKDVLEMERLL 
RLLDERWGPEQRSIYGQVRVQLRWLYVFIGIYMPCALFAELSFLFKEERGLMYPAW 
FPFDWLKSTRNYYIAIIAYQIVGISFQLLQNYVSDCFPAVVLCLISSHIKMLYNRFEEV 
GLDPARDAEKDLEACITDHKHILELFRRIEAFISLPMLIQFTVTALNVCIGLAALVFF 
VSEPMARMYFIFYSLAMPLQIFPSCFFGTDNEYV/FGRLHYAAFSCNWHTQNRSFKRKM 
MLFVEQSLKKSTAVAGGMMRIHLDTFFSTLKGAYSLF TI I IRMRK " 
incron 726.. 783 

/gene="DOR46g" 
exon 784 . . 1198 

/gene="DOR46g" 
BASE COUNT 251 a 325 c 310 g 

ORIGIN 

1 acggcagagg ccagagtgga cagcctggag 
61 tacctgggag tggctcaccc tcgggccgag 

121 accgcgccga atcttcecgc gaccccgtgc 

181 cgcaaccgca ccatcaccga ggacaccccc 

241 tgcccggtga agegcctgct ctacgcccac 

301 ccgttgaggc ttttggatga acgcgccgcg 

361 gtgagggtcc agctgcgaaa tgcgctatac 

421 ccgcccgccg agctatcctt tccgtecaag 

481 tccccccccg actggctgca ctccaccagg 

541 gtgggcatct cgcttcagct gctgcaaaac 

601 ctgcgcctga tctcacccca catcaaaatg 

661 gatccagcca gagatgcgga gaaggacctg 

721 ccagagcggg caggcggctc accgraacgt 

781 cagactattc cgacgcaccg aggcccccac 

841 gaccgccttg aacgtgcgca tcggreeagc 

901 ggcacggacg taccccaccc cccacccccc 

961 cccccccggc accgacaacg agtactggtc 
1021 caattggcac acacagaaca ggagccctaa 
1081 gccgaagaag agcaccgctg cggccggcgg 
1141 ctccacccca aagggggcct accccctccc 



312 t 

cccttcaaga gccattggac cgcccggcgg 
aactggaaga acctecacgt gctccacagc 
taccccgctc acctgggaat acccctcctt 
aacccgacca ccettgcgac ccgcacagcc 
aacatcaagg atgtgctgga gatggagcgg 
ggcccggagc aacgcagcac ccacggacaa 
gcgctcatcg gcatccacat gccgcgzgcc 
gaggagcgcg- gtctgacgca tcccgccngg 
aactactaca tagcgaacgc ccaccagata 
catgctagcg accgcccccc ggcggcggtg 
ctgtacaaca gacccgagga ggcgggcccg 
gaggcccgca ccaccgacca caagcacact 
ccgtgcccca cccaccrccc aacccrcrcc 
tcccccgccc atgccaattc agttcacagt 
agccccggcg ttittcgcca gcgagcccat 
ggccacgccg ccgcagacct ccccgcccrg 
cggacgcctc caccacgcgg ccr^cagccg 
gcggaaaatg acgctgcccg ctgagcaatc 
aatgatgcgt acccacccgg acacgc-ctc 
caccatcact atteggacga gaaagcag 
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FIG. 8K-1 



DOR19g 

LOCUS XXXXX 1293 bp 

DEFINITION Drosophila melanogaster 
predicted complete cds . 
ACCESSION 
KEYWORDS 
SOURCE 

ORGANISM 



INV 09-FE3- 
t receptor DOR19g, GENS CAN 



EFERENCE 
AUTHORS 



JOURNAL 
REFERENCE 
AUTHORS 



TITLE 
JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

Comment 



fruit fly. 

Drosophila melanogaster 
Eukaryota; Metazoa; Arthropoda; Tracheata; Hexapoda; Insecta; 
Pterygota; Dxptera; Brachycera; Muscomorpha; Ephydroidea; 
Drosophilidae; Drosophila. 
L (bases 1 to 1293) 

Leslie 3. Vosshall, Hubert Amrein, Pavel S. Morozov, Andrey 
Rzhetsky and Richard Axel . 

A Spatial Map of Olfactory Receptor Expression ir. the Drosophila 
Antenna 

Cell (1999) In press 

2 (bases 1 to 1293) 

Celniker, S.E. , Agbayani,A., Arcaina, T.T. , Baxter, E. , 3lazej , R.G. . 
Butenhof f ,C. , Champe,M.. Chavez, C, Chew.M., Ciesiolka, L . . 
Doyle, CM., Farfan,D.E., Galle.R., George, R. A. , Harris, N.L., 
Hoskins.R.A. , Houston, K. A. , Hummasti , S .R. , Karra.K., Kearney, L . , 
Kim. E., Lee.B.. Lewis. S., Li, P., Lomotan. M. A. , Mazda, P., 
Moshref i. A.R. , Moshrefi.M., Nixon, K. , Pacleb.J.M., Park.S., 
Pfeiffer.B., Poon.L., Punch, E.. Sequeira.A., Sethi, H. , Snir , E. , 
Svirskas.R.R. , Twomey.B., Wan.K.H., Weinburg.T., Zhang. R. , 
Zieran.L.L. and Rubin, G.M. 
Sequencing of Drosophila melanogaster 
Unpublished 

3 (bases 1 to 1293) 

Vosshall, L. B. , Amrein, H., Morozov. P. S . , Rzhetsky, A. and Axel, R. 
Direct Submission 

Submitted ( 09-FEB-1999 ) Department of Biochemistry and Molecular 
Biophysics, HHMI-Columbia University, 701 West 168th Street, New 
York, NY 10032, USA 

Location/Qualifiers 
/note= ' putative seven transmembrane G protein coupled 
receptor ' 

/no te =' sequence annotation for BDGP PI clone DS01913; 
predicted using GENSCAN ; join (72218-70926) ■ * 
1. .1293 

/organisms "Drosophila melanogaster" . 
/db_xref ="taxon: 7227 " 
/ chromosome= " II " 
/map=" 46F5-6" 
1. .1293 

/gene="DOR19g" 
1. .1293 

/note="odorant receptor" 
/gene= "DOR19g" 
1. .1293 

/gene="DOR19g" 
1. .1293 

/gene="DOR19g* 
/note="odorant receptor" 
/codon_start=l 
/product= " DOR19g " 
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FIG. 8K-2 

/ cranslatlon= ''MVTEDFYKYQVWYFQILGVWQLPTWAADKQRRFQSMRFGFILVI 

LFIMLLLFSFEMLNNISQVR.EILKVFFMFATEISCMAKLLHLKLKSRKLAGLVDAMLS 

PEFGVKSEQEMQMLELDRVAWRMRNSYGIMSLGAASLILIVPCFDNFGELPLAMLEV 

CSIEGWICYWSQYLFHSICLLPTCVLNITYDSVAYSLLCFLKVQLQMLVLRLEKLGPV 

IEPQDNEKIAMELRECAAYYNRIVRFKDLVELFIKGPGSVQLMCSVLVLVSNLYDMST 

MSIANGDAIFMLKTCIYQLV^LWQIFIICYASNEVTVQSSRLCHSIYSSQWTGWNRAN 

RRIVLLMMQRFNSPMLLSTFNPTFAFSLEAFGSVGQQKFLYISFITGYALLLSDRQLL 

LQLLRTAEARQQLNFETPQKLKIFKPIFKSTQNVMHVH" 

3ASE COUNT 290 a 322 c 307 g 374 t 

ORIGIN 

1 acggttacgg aggacctrta taagcaccag gcgtggtacc tccaaaccct tggtgctcgg 
61 cagcccccca ctcgggccgc agaccaccag cgtcgctttc agcccacgag gtccggccrc 
121 accccggcca ccctgtccac catgccgcrg cccttctccc ccgaaacgtt gaacaacacc 
181 ccccaagtta gggagacccc aaaggtactc tccacgtccg ccacggaaat accccgcacg 
241 gccaaactac cgcactcgaa gtrtgaagagc cgcaaacccg ccggctcggc cgacgcgacg 
301 ccgcccccag agcccggcgt caaaagtgaa caggaaacgc agacgccgga attggataga 
361 gcggcggtcg cccgcatgag gaactcctac ggcatcatgt ccccgggcgc ggccrccccg 
421 aeccttatag ttccctgttc cgacaacctt ggcgagccac caccggccat gccggaggta 
481 cgcagcatcg agggatggat ccgccattgg tcgcagcacc tcctccactc gacctgcccg 
541 ccgcccaccc gtgcgctgaa tacaacccac gactcggtgg cctactcgct gctccgccrc 
601 tcgaaggttc agctacaaac gccggccccg cgattagaaa agtcgggtcc tgtgaccgaa 
661 ccccaggata atgagaaaat cgcaatggaa ctgcgtgagt gcgccgccca ccacaacagg 
721 accgttcgtc tcaaggacct ggtggagctg ttcataaagg ggccaggatc tgcgcagccc 
781 acgcgtcctg ctcrggcgct ggcgtccaac ccgtacgaca cgcccaccat gcccattgca 
841 aacggcgacg ccatcttcac gcccaagacc tgcatccatc agctggcgat gccccggcag 
901 acctccatca tttgceacgc ctccaacgag gcaaccgccc agagctctag gccgtgtcac 
961 agcacccaca gcccccaatg gacgggacgg aacagggcaa accgccggac cgcccccccc 
1021 acgacgcagc gccttaactc cccgacgccc ccgagcacct ttaaccccac ccttgccccc 
1081 agcctggagg cccccggccc cgcagggcag cagaaactcc tctaeaeatc acccaccacr 
1141 ggctacgctc ccctcccccc agatcgccaa ccgcccctac agccactccg caccgctgaa 
1201 gcgcgccaac agttaaactc cgaaacaccg cagcacccaa agattttcaa gccgatcttt 
1261 aaaagcactc aaaacgtcat gcacgcacat taa 
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FIG. 8L-1 

DOR24g 
LOCUS 

DEFINITION 
predicced comple' 
ACCESSION 
KEYWORDS 
SOURCE 

ORGANISM 



XXXXX 2075 bp DNA inv 09-FE3-1999 

Drosophila melanogaster odoranc receptor DOR24g, GENSCAN 



REFERENCE 
AUTHORS 



JOURNAL 
REFERENCE 
AUTHORS 



TITLE 
JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

Co.mmenc 



fruit fly. 

Drosophila melanogaster 
Eukaryoca; Mecazoa; Arthropoda; Tracheata; Hexapoda; Insecta; 
Pterygota; Diptera,- Brachycera; Muscomorpha ; Ephydroidea; 
Drosophilidae; Drosophila. 

1 (bases 1 to 2075) 

Leslie B. Vosshall, Hubert Amrein. Pavel S. Morozov, Andrey 
Rzhetsky and Richard Axel. 

A Spatial Map of Olfactory Receptor Expression in the Drosophila 
Antenna 

Cell (1999) In press 

2 (bases 1 to 2075) 

Celniker. S.E. , Agbayani,A., Arcaina.T.T. . Baxter, E. , Blazej.R.G., 
Butenhof f ,C. , Champe.M.. Chavez, C, Chew,M., Ciesiolka. L . , 
Doyle, CM., Farfan,D.E., Galle.R., George, R. A., Harris, N.L., 
Hoskins, R.A. , Houston, K. A. , Hummasti , S .R . , Karra.K., Kearney, L., 
Kim, E., Lee.B., Lewis, S., Li, P., Lomotan.M.A. , Mazda, P., 
Moshrefi, A.R. , Moshrefi, M., Nixon, K., Pacleb.J.M., Park,S., 
Pfeiffer,B., Poon,L., Punch, E. , Sequeira,A. , Sethi, H. , Snir,E., 
Svirskas ,R.R. , Twomey,B., Wan,K.H., Weinburg,T., Zhang, R. , 
Zieran.L.L. and Rubin, G.M. 
Sequencing of Drosophila melanogaster 
Unpublished 

3 (bases 1 to 2075) 

Vosshall, L. 3. , Amrein, H . , Morozov, P.S . , Rzhetsky.A. and Axel, R. 
Direct Submission 

Submitted (09-FEB-1999) Department of Biochemistry and Molecular 
Biophysics, HHMI -Columbia University, 701 West 158th Street, New 
York, NY 10032, USA 

Location/ Qualifiers 
/tissue_type= ' adult antenna' 

/note= ' putative seven transmembrane G protein coupled 
receptor ' 

/note= ' sequence annotation for 3DGP PI clone DS00724; 
predicted using GENSCAN; join (62623-64697) • 
1..2075 

/organisms "Drosophila melanogaster" 
/ db_xr e f="taxon:7227" 
/chromosome=" II" 
/map=»47D6-E2" 

joind. .185,739. . 1038, 1338 . .1953 , 2025 . .2075) 
/gene="DOR24g" 
1. .2075 

/note="odorant receptor" 
/gene="D0R24g" 

joind. .185, 73 9. .1033, 1338 . .1953 ,2025. .2075) 
/ gene= " D0R2 4g " 
/note= "odoranc receptor" 
/codon_start=l 
/products • D0R24g" 
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FIG. 8L-2 

/ trans lac ion= " MRPTLQVLISVLCLVSAYAWDHTDCNDHYIEFMDYPDERATAYS 
MES S EWDFFEFWRQ VFGLFLQVQKST IALLGFDLFS ENREMWKRPYRAMNVFS I AAIF 
PFILAAVLHNWKNVLLLADAMVALLITILGLFKFSMILYLRRDFKRLIDKFRLLMSNG 
SFFPWNIHIIRNYVLSFIWSAFASTGWLPAVSLDTIFCSFTSNLCAFFKIAQYKWR 
r KGGSLKES QATLNKVFAL YQTS LDMCNDLNQCYQP I 1 CAQ FF IS S LQLCMLGYL FS I 
TFAQTEGVYYASFIATIIIQAYIYCYCGENLKTESASFEWAIYDSPWHESLGAGGAST 
S ICRSLLISMMRAHRGFRITGYFFEANMEAFSSIVRTAMSYITMLRSFS - 
exon 1..185 

/gene="DOR24g" 
intron 186 . .738 

/gene="DOR24g" 
exon 739.. 1038 

/gene="DOR24g" 
intron 1039.. 1337 

/gehe="DOR24g" 
-exon 1338.. 1953 

/gene= "DOR24g" 
intron 1954.. 2024 

/gene="DOR24g u 
exon 2025.. 2075 

/gene="DOR24g" 
BASE COUNT 548 a 460 c 447 g 620 t 

ORIGIN 

1 atgcgcccaa cactccaggt cctcatcagt gtcctttgtc tggtctctgc ccacgcctgg 
61 gatcataccg actgtaacga tcactatatc gaaetcatgg actatcccga cgagagagct 
121 accgcctata gcaatgaatc ctcagaatgg gacttctttg aattttggag gcaagtgttt 
181 ggcctgtagc aattctgaca tcgctgacca cgcctctggt . caaagcaatc acttggcgag 
241 acacgtgacc ctcggatgtc agggcgtgaa caaagaacat taaaatttaa ccggagtcct 
301 cacttactat gcctaaagag gtgtcaaacg gaggtactat ttgggcgcga catattacac 
361 cctctaaagg agtatcccca ccaggtgaaa ccctataaaa eccttgacgt cgttaatgga 
421 aagtactgaa ccggaaatga aagtgggcac tttctaatgg tagaaatctg ccgggatgaa 
481 atatataagt agatatatat aatattatat cttgactatc cagcatcaat cacaagataa 
541 aaaaaaaata taattcacaa ttcataattc acatgtaata ggcatttgta aatgctgcaa 
601 acaaaggaag ggtattaaag agctgtactt tcgcatctgt atttcattta ttcccactca 
661 atcgaaaggt ttaaaacccc tgaactgaac acacttgact tagtgcgagg ccgaatcaac 
721 ccttgtcgac atggacagtt ttctgcaagt acagaagagc accactgccc ttctgggctt 
781- tgatctcttt agtgaaaatc gagaaatgtg gaaacgcccc catagagcaa tgaatgtgtt 
841 tagcatagct gccatttttc cccttatcct ggcagctgtg ctccataatt ggaagaatgt 
901 attgctgctg gccgatgcca tggtggccct actaataacc attctgggcc tatccaagtt 
961 tagcatgata ccttactcac gccgcgattt caagcgactg attgacaaat rccgttcgcc 
1021 catgtcgaat ggtgagttgc aatccatttc ggccagaatg tgcaccattt cattcaccac 
1081 tttatagagg cggaacaggg cgaggaatac gccgagattc tcaacgcagc aaacaagcag 
1141 gatcaacgaa tgtgcactct gtttaggact cgcctcctcc tcgcctgggc cctgaatagc 
1201 gttctgcccc tcgtgagaat gggcctcagc tactggttag caggccacgc agagcccgag 
1261 ttgccttttc cctgtctgta tgtacaaatg atatatatga tatacggtga tcaagttatc 
1321 aggctttgtt cctaaagttt tccctggaat atccacatca ttcgcaatta tgttttgagc 
1381 ttcatctgga gcgctttcgc ctcgacaggt gtggttttac ctgccgtcag cctggatacc 
1441 atattctgtt ccttcaccag caacctgtgc gccttcttca aaattgcgca gtacaaggtg 
1501 gttagattta agggcggatc ccttaaagaa tcacaggcca cattgaacaa agtctttgcc 
1561 ccgtaccaga ccagcttgga tatgtgcaac gatccgaatc agtgctacca accgattacc 
1621 tgcgcccagt tcctcatctc atctccgcaa ctccgcacgc cgggatacct gttctccact 
1681 acttttgccc agacagaggg cgtctactat gcctcactca tagccacaat cattatacaa 
1741 gcctacatct actgctaccg cggggagaac ctgaagacgg agagcgccag cttcgagtgg 
1801 gccatctacg acagtccgtg gcacgagagt ttgggtgccg gtggagcctc tacctcgatc 
1861 tgccgatcct tgctgatcag catgatgcgg gctcatcggg gattccgcat tacgggatac 
1921 ttttttcgagg caaacacgga ggcctcctca tcggtgggtg aatcatttcc attgtacaac 
1981 acatggattt acatgaacac ecccecccaa cctcccgccc tcagatcgtt cgcacggcga 
2041 tgtcctacat cacaatgctg agatcatcct cctaa 
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